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I am the group leader of the BioSAXS group, dept. Drug Design and Pharmacology, University of Copenhagen, and the
director of the Lundbeck Foundation Initiative on Integrative Structural Biology, BRAINSTRUC (http://www.brainstruc.ku.dk
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specialized in small angle X-ray scattering on proteins in solution and have established the first Scandinavian bioSAXS
group at the University of Copenhagen. In my group, we focus on structural characterisation of complex pharmaceutically
relevant protein solutions. We analyze heterogeneous protein systems, and particularly specialize in characterisation of
fibrillating proteins. We have developed novel methods for structural analysis of fibrillating systems, applying advanced
decomposition and multidisciplinary characterisation.
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